a b s t r a c t
This article describes the Bacterial Infectious Diseases Ontology (BCIDO) dataset related to research published in http:dx.doi.org/ 10.1016/j.jbi.2015.07.014 [1] , and contains the Protégé OWL files required to run BCIDO in the Protégé environment. BCIDO Value of the data BCIDO may be useful for improving interoperability of antibiotic decision support systems. BCIDO may be used as a knowledge representation framework for clinical infectious disease data. BCIDO can be compared with other infectious disease ontologies to obtain further insight. BCIDO may be reused for designing an antibiotic decision support system.
Data
BCIDO is represented in the Web Ontology Language (OWL) as a single hierarchical structure using the Protégé-OWL editor Version 4.1 (http://protege.stanford.edu). Fig. 1 shows the infectious disease domain class hierarchy. BCIDO contains 1719 classes, 39 object properties, 18 individuals, 2247 subsumption relations (SubClassOf axioms), 2770 logical axioms, 86 EquivalentClasses axioms and 350 DisjointClasses axioms.
Experimental design, materials and methods
The design of BCIDO has been described previously [2] . The data contained in BCIDO broadly covers the domain of clinical infectious diseases, and integrates the three major determinants of clinical infectious disease management (e.g. the infectious disease, the causative bacteria and the treating antibiotic). The accuracy and coverage of the data in BCIDO was assessed using a semiautomated method, as described [1] . To open BCIDO in Protégé Version 4.1, an open source collaborative ontology editing environment that is downloadable from Stanford University (http://protege. stanford.edu), open the file "BCIDO FINAL DIB.owl". The required imported files are also contained within the "BCIDO" folder and will import automatically. Click "No" if asked to resolve missing imports.
